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While genetic tests since long are established in predicting the response to pharmacotherapy, 
especially in cancer therapy, analogous applications in non
infancies. Nevertheless, there is no principal obstacle to predict response to e.g. psychotherapy by 
using biological predictors including not only neuropsychology, but als
(epi-)genetic markers. Affective and anxiety disorders (including OCD and panic disorder) are 
worthwhile candidates for such studies. In this talk, the present data on “therapygenetics” in anxiety 
disorders will be summarized and discussed, with emphasis on own data from the German Panic
multicenter study. Here, we initially focused on genes encoding components of the serotonergic system 
such as the serotonin transporter, monoamine oxidase and the 5HT1a receptor. Despite the
studies are mostly underpowered and (probably because of this) provide heterogeneous results, 
variation in the MAOA and SLC6A4 genes seems to influence the response towards CBT. This should 
be followed up in further, controlled studies and compl
well as machine learning tools. 
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